
Signal	Sequences

Signal	sequences	are	short,	several-nucleotide	sequences	with	very	specific	information.	They	are	very	important
for	the	function	of	nucleic	acids.

Basic	information
Break	Down

the	sequence	marking	the	start	of	replication	(in	the	D	loop	of	mitochondrial	DNA	),
sequences	controlling	transcription	(located	before,	after	or	even	inside	the	region	they	control).
Previously	discovered,	they	were	named	after	the	discoverers	Hogness		(eukaryote),	Pribnow		(prokaryote),
TATA	box	(allows	transcription	to	start	from	adenine	surrounded	by	a	group	of	pyrimidine	bases,	located
approx.	30	nucleotides	after	TATA	in	the	direction	from	5'	to	3').	Adenine	with	a	group	of	pyrimidine	bases
forms	a	so-called	starting	nucleotide	(+1)

Functions

important	for	the	formation	of	the	mRNA	cap	(a	sequence	of	5	nucleotides	after	the	starting	nucleotide	CATTC)
and	the	signal	for	polyadenylation	of	the	mRNA	end	AATAAA,
ensure	the	uncoupling	and	joining	of	DNA	at	predetermined	locations,
they	have	the	ability	to	change	the	spatial	arrangement	and	apply	their	information	content	-	so-called
palindromes	completely,	incomplete	palindromes	(only	partially	complementary).

Moderately	repetitive	sequence
It	is	found	singly	or	in	groups	scattered	throughout	the	genome.	They	are	transcribed	into	RNA	,	but	their	function
is	not	yet	precisely	known.

They	can	be	long	or	short.	They	contain	Alu	sequences	in	which	there	are	restriction	sites	for	the	Alu	I	restriction
enzyme.

A	group	of	roughly	300,000–500,000	copies	(5%	of	DNA)	of	sequences	is	found	in	a	human	haplotype.	The
mentioned	sequences	have	a	dimeric	character,	they	contain	two	successively	similar	sequences.
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